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rs7085104 intronic San Antonio de los Cobres, Tolar Grande, Olacapato, Salar de Pocitos (Argentine) |%iAs!, %MMA!, %DMA"™ [Engstrom et al. (2011)
. . San Antonio de los Cobres, Tolar Grande, Olacapato, Salar de Pocitos (Argentine) WiAs!, %MMA!.’ %DMA™ Engstrom et al. (2011)

rs3740400 intronic As3MT expression

Matlab (Bangladesh) %MMA! Engstrom et al. (2011)
rs12767543 intronic Yaqui Valley of Sonora (Mexico) DMA(V)/MMA(V)" Meza et al. (2005)
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San Antonio de los Cobres (Argentine) %MMA!, %DMA™ Schlawicke Engstrom et al. (2007)
rs3740393 intronic Hoa Hau, Liem Thuan in Ha Nam Province (Vietham) DMA/MMA ! Agusa et al. (2009)

San Antonio de los Cobres, Tolar Grande, Olacapato, Salar de Pocitos (Argentine) |%iAs!, %MMA!, %DMA™ [Engstrom et al. (2011)
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Matlab (Bangladesh) %iAs!, %DMA™ Engstrom et al. (2011)
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Matlab (Bangladesh) %iAs!, %DMA" Engstrom et al. (2011)

Yaqui Valley of Sonora (Mexico) 22?;?}()\//“)/{!\,\//:%(@()\/) Meza et al. (2005)
rs11191453 intronic Hoa Hau, Liem Thuan in Ha Nam Province (Vietham) DMA/MMA! Agusa et al. (2009)

San Antonio de los Cobres, Tolar Grande, Olacapato, Salar de Pocitos (Argentine) |%iAs!, %MMA!, %DMA" |Engstrom et al. (2011)

Matlab (Bangladesh) %iAs!, %DMA™ Engstrom et al. (2011)

San Antonio de los Cobres (Argentine) %MMA!, %DMA™ Schlawicke Engstrom et al. (2007)
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Matlab (Bangladesh) %MMA! Engstrom et al. (2011)

. . San Antonio de los Cobres, Tolar Grande, Olacapato, Salar de Pocitos (Argentine) WiAs!, %MMA!.’ %DMA™ Engstrom et al. (2011)

rs1046778 intronic As3MT expression

Matlab (Bangladesh) %MMA! Engstrom et al. (2011)

Sumi D and Himeno S (2012) Biol. Pharm. Bull.
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